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Figure S1: Scalability demonstration showing a dataset of protein-compound interactions. The proteins are the sets, the compounds
the elements. We show co-interactions for 51 proteins. It is evident that some compounds are not specific and interact with almost all
proteins.



Supplementary Figure 2

First, aggregate by
Don't Aggregate + |

reveree AEENAEHN
Z

Don't Aggregate *
2,
s, 7, %

'SpAg-90

T
Sortby S
Degree R
(+) Cardinality

_ Deviation

Q\
o’”i
o
)
RN
o"&

Aggregates
Collapse All
Expand All

Row Height
Large ¢ |

Data
Min Degree:

0
Max Degree:
578

Hide Empty
Intersections

3882838328838 3¢883838388383838883¢
,w_;,,, - mmu.....__. = olo ZITIZI20
Cardinality Deviation Population ECI OppGain
9 0 s e s w0, A0% A% OF 2% 4% ¢ Toogee ¢ H g
e e — O 0
1 i b O HIH
8 I b = HIH
s | H ] (i
4 | [} H H
4 | H — i
3 | [ H— [
3 | H HH H
3 | | H H
2 \ I H —
2 H i H
2 | [} H |
2 H H H
2 | i H |
2 | | — H
2 [} H i
2 | H H H
| | |
| | |
| |
| |
| |
| |
| |
| |

Figure S2: Selection of 8 products, with intersections ordered by cardinality. The largest intersection of products are countries that
do not export any of the selected products (first row). The second largest one is countries that are exporting all products together,
suggesting that countries that produce a specific type of men’s textiles often also produce similar other products.
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Figure S3: Men’s textile products combined with other products related to Cotton (8 products) and Silk (5 products). The intersections
are sorted by cardinality, revealing that there is no overlap between these products, leading to the conclusion that there is no vertical
integration between these products, i.e., countries that produce cotton and silk raw materials do not typically manufacture men’s

textile products.
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Figure S4: Countries exporting both men’s and women’s textile products. Notice the outlier highlighted in orange. The three
countries (Israel, Austria and Hungary) in this intersection produce only a specific type of women’s clothing and have a notably
higher Economic Complexity Index (ECI) than other countries that manufacture textile products. This suggests that some products
this product category (‘“women’s or girls’ slips, petticoats, briefs, panties, night-dresses, pajamas, negligees, bathrobes, dressing
gowns and similar articles, knitted or crocheted”) require techniques available mainly in developed and diversified countries.
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Figure S5: Scatterplot showing the correlation of Average Depth and Alternative Allele Depth for two queries. The point cloud
along the diagonal corresponds to variants that were found in all sequence fragments at the given position and most likely are present
in both copies of the genome in the cells of the human individual (homozygous variants). The second major point cloud, between the
x axis and the diagonal, corresponds to variants that were found in around half of all sequence fragments at the given position. These
most likely are present in one of the two copies of the genome in the cells of the human individual (heterozygous variants). Finally,
the last major point cloud (corresponding to the green query), consists of variants found in much fewer than half of all sequence
fragments at the given position, which is an indicator that they might not be real. These are the calls made predominantly by the
presumably inferior caller M/S.Q20, highlighted in green in the set view.
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Figure S6: Intersections aggregated by degree and variant frequency plot showing transition/transversion ratios for the previous
queries, as well as all 3-set intersections. The large size of the intersection corresponding to the yellow query stands out in the set
view.
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Figure S7: Intersections aggregated by set and variant frequency plot showing transition/transversion ratios for the queries from
Supplementary Figure S2. This figure illustrates that almost all of the the variants called by the combination S.default/S.Q20 were
also found by the other combinations selected here. All variants called by S.default/S.Q20 and at least two of the other combinations
are either of high quality with transition/transversion ratios close to 2.7 (pink, brown). In one case (gray) the number of variants
called is too small to yield a reliable estimate.



