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1 Simultaneously studying attributes and family relationships https://lineage.caleydoapp.org/

The majority of diseases that are a significant challenge for public and individual heath are caused by a combination of hereditary and environmental factors. In this
poster, we introduce Lineage, a novel visual analysis tool, designed to support domain experts that study such multifactorial diseases in the context of genealogies.
We also introduce data-driven aggregation methods to effectively visualize genealogies of multiple families with hundreds of members across several generations.
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2 Linearizing and Aggregating a MultiVariate Tree
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